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AB - Buman alpha-synuclein was first identified as a component of Alzheimer 
senile pl^jues (Ueda et al, 1993) . It has also been implicated in the 
patbogen«BXB of Parkinson' s disease (PD) . "Btro mntatiens (A53S axkd 
A30P) have been identified in some familial cases, and, in ^loradic 
cases, alpha-aynuclein has been identified in I^ewy bodies. In spite of 
its invortance to neurodegenerative disease, little is known of its 
normal function. In order to identify interacting protein partnere 
with rat alpha-synuclein in brain we have performed a yeast two-hybrid 
screening analysis. A full length coding seouence for rat 
alpha- synujclein 1 (Kholodilov et al, 1997, AF007758} wes expressed in 
the p(%KX7 DKA-BD -vector Of the Clontech Matchmaker systtta, and used 
to screen an adult rat whole brain cCHA library ei^ressed in iiACTZ. 
Two candidate sequences have been identified. -Che first, 125, was 
repz»sented by four clones:; the Second, 86, by only one- The aeiiuences 
of both candidates were eictended by 5' RACE. TbB l036bp' sequence of 
125 contains an OSF for a 123aa protein; the ll24bp sequence o£ 86 for 
a 2e8aa protein. Neither has known homologues in GenBank. Northern 
analysis of immature rat substantia nigra (SN) (in whicli 
alpha-synuclein is abundantly ^pressed) demonstrates a single 
transcript of ajq^roKimately 3.0 kb for 125, and of 1.1-1.4 kb for 86. 
In situ Iqrbridization analysis confirms that both transcripts are 
expressed in SN pars compacta. To analyze regitms of interaction 
between these candidate protein products and synuclein, two-hybrid 
interactions with sequences for aa 1-65, 60-95, and 88-140 of 
alpha-Q^xmclein were assessed. The 125 pxotein interacted with aa 
60-95 and 88-140, but not 1-65. The 86 protein interacted with all 
regions of alpha-synuclein. NS 26836, NS 38370, PDF, ZKJwenstein, Smart 
Foundations. 
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AB - Bmoan alpba-synuclein was first identified as a eoaqponent^ of Alzbeimer 
senile plcujaes (Ueda et al, 1993) . It has also been implicated in the 
pathogenesis of Parkinson' s disease (PD) , Two natations (A53T and 
A3 OF) have, been identified, in some fajailial cases, and, in sporadic 
cases, alpba-synuclein has been identified in iMwy bodies, in spite of 
its in^iortance to neurodegenerative disease, little is known of its 
normal function. In order to identify interacting protein partners 
■"ith rat alpha-synuclein in brain we have performed a yeast two-h^rid 
screening analysis. A full length coding sequence for rat 
alpha- syDujclein 1 (Kholodilov et al, 1997, AF007758} wes ^cxo^ssed in 
the pGBKT7 nHA-BD vector of the Clontech Hatctmafcer system, emd used 
to screen an adult rat whole brain cDNA library exxtressed in pACT2. 
TWO candidate sequences have been identified. The first, 125, was 
represented by four clones j the Second, 86, by only one. Kie sequences 
Of both candidates were ejctended by 5' RACE. The loaOip' sequence of 
125 contains an ORF for a 123aa protein: the 1124I:v sequence of 86 for 
a 2S8aa protein. Neither has known homologues in GenBank. Northern 
analysis of iimnature rat substantia nigra CSN) (in which 
alpha-synuclein is abundantly expressed) demonstrates a single 
transcript of approximately 3.0 Kb £a/r 125, and of 1.1-1.4 kb for 86. 
m situ hybridization analysis confirms that both transcripts are 
expressed in SN pars compacta. To analyze regions of interaction 
between these candidate protein products and synuclein, two-hybrid 
interactions with sequences for aa 1-65, 60-95, and 88-140 of 
alpba-synuclein were assessed. The 125 protein interacted with aa 
60-95 and 88-140, but not 1-65. The eS protein interacted with all 
regions of alpha-synuclein. NS 26836, HS 38370, PDF, ZK>wenstein, Smart 
Foundations . 
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